[Expression of signal-regulatory protein alpha (SIRP alpha) in hepatocellular carcinoma].
To investigate the association between signal-regulatory protein alpha (SIRP alpha) and hepatocellular carcinoma (HCC). Thirty-six pairs of HCC and the surrounding noncancerous hepatic tissues, one normal liver cell line and 4 HCC cell lines were used to extract the total RNA and then to prepare the mRNA. The expression of SIRP alpha was determined by Northern blot analysis. The results were analyzed in association with the pathologic characteristics of each sample. SIRP alpha expressed at low level in 20 of 36 HCC samples and 2 of 4 HCC cell lines. Of the two major hybridization signals, a 3.9 kb transcript in HCC samples was 2-4 times lower than that in the surrounding noncancerous hepatic tissues, whereas a 2.5 kb transcript was 4-6 times as low. Furthermore, a hybridization signal slightly longer than 3.9 kb, being absent in the surrounding noncancerous hepatic tissue, appeared in 9 of the 20 HCC samples. Low level expression of SIRP alpha was observed in all of the 5 HCC samples that had intrahepatic or portal metastasis. The expression of SIRP alpha, especially 2.5 kb transcript, was down-regulated in HCC, and an unknown mumber or a variant of SIRP family existed in some tumor tissues. SIRP alpha protein may play an important role in hepatic oncogenesis and metastasis of HCC.